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= (54) Title: MODIFIED ANTIBODY AGAINST CD22 AND UTILIZATION THEREOF 
= (54)$SE(B««i: CD2 2lCtt^&&£K<*fc<fctf-*<0*JJB 

^ (57) Abstract: Based on the sequencial data of two anti-CD22 antibodies having been published, CD22 diabodies in which variable 
„. regions of the heavy chain and the light chain are bonded together via a 5mer linker are constructed. These 2 diabodies are examined 
v2 m binding to lymphoma cells and activity of inducing cell death (apoptosis). As a result, it is found out that both of these diabodies 
bind to a Raji celle (i.e., a B lymphoma cell line) and have an activity of inducing apoptosis in the Raji cell and a Daudi cell which 
is also a B lymphoma cell line. These results indicate that degraded antibodies recognizing CD22 are usable as apoptosis inducers 
GO in tumor cells such as lymphocyte cells. 

2 (57)g&I: H(C^*ttTl^-aSCDgtCD22St{*a)SyiJiS«$ttrc. S«£««<D^*««£5mer<D'J>*- 
O X&&2VtzCD22tiabo<fy£*tl s etLttW:Ltz 0 fES Lfc2«(0diabodylcolN-C\ U >/*HlBliai::*f tfiffl 
(T?Kh-i >X) 8S»7StetDSIt*£«TofciSS. Ctt^diabody^l^-rtttB'J>/^M»BS*^&4RajifflBai- 

OIS^L. £*fc, l>rft*Raji«ffl&fcJ:tfKLXBU>/^^ 
tfftizt^wifco &L±<D&m*s cD22^s^r*m^cD«»^<btt<*A< | j>/^maiBa?si:a)ffl*»flaic» 
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wmm 

CD 2 2 \Z.ttlT%&Wfcfc&£.X$Z:<D%m 

5 &m$rm 

So CD22te, 3tjfiL^^(31^VNT, i*^B«tt6ii, m&V i"*mM 

m^mm. tt v > & ^ £ ^ ^ fix v n a „ ifo.tt * ■5i^'i4^cD22(i^ w $ nx v 

5) o 

2) o L3&>bft)6S£K ^tbfe^C^*5V^«, feiCD22fe ! L#:^T# h-^^?& 

—jf, m%<DffiCD22fafcXnmfrbfotefr'otz.V >s<M.mJ&WXh ZVaudiiZft 
20 ~fZ>MMttim$h$kt)K ttCD22^^^^JTMb^^J(-cross-linki-Sr R 

CD22^^t?^C«^^(-*|-i-5^ (IgG, Fc|f|S#&*£*&^Fab'2) &^tnxy 
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yMWESHlft 1 3 ?& CURRENT RHERAPY Vol. 20 No. 1 47-50 

Tedder et al. , Ann Rev Immunol 15:481-504(1997) 
Clark EA J Immunol 150:4715-4718(1993 
Sato et al. , Immunity 5:551-562(1996) 
Li et al. , Cell Immunol 118:85-99(1993) 
Ghetie et al. , Proc. Natl. Acad. Sci. USA 94:7509-7514 (199 



C#4Wf:fcllft2] 
0£#ff:£i&3] 



7) 



15 



C#W5:^ 1 3 #^2001-518930 
CflHSf XSft 2 ] #^^10-505231 
C#fF^C^ 3 3 W099/02567 



20 jftL«lft«Of&3R«feSrt6#ti-S r. £ Kiifc<5„ 

#3§l« £ tt\ CD22fc*fi-5ffi^^#:t»fe S diabodySrf^Bi-r S r t £ @ ftj 
i: UT, *1\ l«^M$nTV^5~««^CD22^#:«>Ba^J^lmS:^>^^^:^ £ 
^^H^^W^^c«r5merW y >-^--e^$-fr^CD22diabodyO^S@H^J?r^tL 
^enSfttfb, ^T^^^rfToTt (M®i^afc^fc&diabody^teFlag-tag£J?A 

25 Lfc) „ ^bfccDNA?rih^«^m-<^^-}-#Ab, Ztl&VGUmi&hZ^ 
ttC0S7JHBja^Ab, ^O^ti^b, £M£nfcdiabody£#CFlag M2T#n 
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5 T*tfcRajiil«JI&*3«fct*l^lXBy ^/N°M*ffl^-Cfc-5DaudiiBl!S^T^ h — 

BPt>> *35Mtt, iSAT© (1) ~ (12) Srtl#ic*t-5fc©-eS>3o 
10 (1) CD22^B§H-5<£# ; Hfcfc ! C#o 

(2) Diabody?&5 (1) K^M.^W^i^KWo 

(3) ^T<^ (a) ~ (f) ©v^;h/a»tetBifc©te^fbttffe, 

(a) is^j#-^-: i &fz.te3izmifc(DT^ /mmm&m^zi&ifr^ikfo 

15 ( b ) SB^J#-^ : 1 * fctt 3 5 / ^8B?iJfc:*3^T HK(i 

( c ) @B?IJ#-S§- : 5 <£>CDR*5 «fc Xf-WZm^ : 7 (DCDROT ^ J WSM £ W 

20 *-3<£$*=HfctMfc. 

( d ) IE?!l#-i- : 5 <£>CDR*5 J; t^@B^lJ#^- : 7 <£>CDRcD T ^ S &gB?!l lC *3 
25 ( e ) gB#l#-i§- : 9 <£>CDR*3 <fct>WJ#-5§- : 1 1 <DCDR(DT ^ J WRZW 
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( f ) IE?l]#-5§- : 9 (DCDRjS&Xfm&m-^ : 1 1 <DCm<DT 5 7 ttG^I^ 

uv * 7t rattan u r ^ / mmmzm-t z> m.^i\MWx fcot, 

(4) CD22?rmil5i-5^^£^^b-rs^^tcJ:oT, ?£t£^±#Lfd7L 

(5) te^'fk^Diabody^-efc^, (4) ^|5«cCD^o 

(6) ^tt^r7Kh-^^?&tt-T?fe?), (4) £fcte (5) {^IB^O^ 

(7) (1) ~ (3) <D^M^Z. : mm.<DW^^m.W. (4) ~ (6) <D 

(8) ffiMBJ3&l;i^-5T^b-^£ff#« > (7) ^SS^OT^h- 

(10) (1) ~ (3) (D^^-rtlMzmmcOi&^^t^, (4) ~ (6) 

(12) iftft^Diabody-efcS, (7) frt> (9) <DV^n*^IB«OTaK h 

(13) ^C^Diabody-efc^, (10) *fc(4 (11) \Z^SM<DWSS0SM o 
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JBtty^M, 1#tt#fitife6Jk#i, (#^ttfill, -v^n^a 

#tm^!£) ^isMM it, y *^?\ is**tt 

10 mk. §EMtt¥ttM, ga^ttTK^jEs SB$&gEttffl»Mtifc* SB^fe 

£Bft£fii»JIMfc, IBMWI^, SBMtvt 

✓<-fcK**!. ^14fSJ£#i, T^yy*, TKSfrtfe^K^tt^ 
15 f&fe -<-^ y h * if) (DXo tem&vmms £ Sr*5 £ * 5 r. ^ ^ 

#3§93l-*5V>T N CD22£te, Ig*— 5 y— fcJRU 7{@COIg^ K^-f ^ 
fr>bft*9> ^^^±^13. li^^i-^^^F- (Tedder et al. , Ann Rev Immunol 1 
5:481-504(1997)) %:M.$K~tZ>o 
20 ifm^^^Xf&^VtMWt^ ^Siftft: (whole andibody, 0flx.fc£whole Ig 

mmiwm& (vh) x«s^rt^^ (vd *^-ev>sri:*s#*b 

25 0»J;fctf, Fab, Fab* N F(ab' )2 N Fv N scFv (S/^/l^aof VFv) , ft£f£ 

S§tf5 -5 0*b<«scFv (Huston, J. S. et al. , Proc. Natl. A 
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cad. Sci. U.S.A. (1988) 85, 5879-5883, Plickthun iThe Pharmacology of Mo 
noclonal Antibodies] Vol.113, Resenburg &7J? Moored, Springer Verlag, Ne 
wYork, pp. 269-315, (1994))"C<fc3 0 ^Oi?^i^?rll5Wt #t#<SrB* 

^&^^J&^^£*ixte:i^ Co, M. S. et al. , J. Immunol. 

(1994) 152, 2968-2976 ; Better, M. and Horwitz, A. H. , Methods Enzymol. 
(1989) 178, 476-496 ; Pluckthun, A. and Skerra, A. , Methods Enzymol. (198 
9) 178, 497-515 ; Lamoyi, E. , Methods Enzymol. (1986) 121, 652-663 ; Rous 
10 seaux, J. et al. , Methods Enzymol. (1986) 121, 663-669 ; Bird, R. E. and 
Walker, B. W. , Trends Biotechnol. (1991) 9, 132-137#flg) „ 

^LT^$n-5VH-VL^^2ogl±^A/TV>6^T*fe5 0 

*3SM^-^V^T4*^-0*UV^^S^ : Ht:^:#:^iDiabody■T?fcSo Diabodyte. rT3£ 

Diabody£fl£j5fc-t-5:7 9*V >- h) %2o^$ttriM$tfc «9 , 

25 ai^> 20(DVLt20cOVHSr^t£'(P.Holliger et al. , Proc. Natl. Acad. Sci. USA, 9 
0, 6444-6448 (1993), EP404097-§\ W093/11161-i§\ Johnson et al. , Method in 
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Enzymology, 203, 88-98, (1991), Holliger et al. , Protein Engineering, 9, 
299-305, (1996), Perisic et al. , Structure, 2, 1217-1226, (1994), John e 
t al. , Protein Engineering, 12(7), 597-604, (1999) , Holliger et al, . Proc. 
Natl. Acad. Sci. USA. , 90, 6444-6448, (1993), Atwell et al. , Mo 1. Immunol. 33, 
5 1301-1312, (1996)) 0 Diabody 5 7 =7 ^ h M©*t^tt**^nl#&T? 

Diabody3r«/£i-5 77^^>h IH±3r y >7J— ft t"e^Lt, — 
Diabody (scDiabody) £ £ t> Rltgt?fe5 0 Diabody«rfl|j&-t"5 7 7 

10 #^Ei-SDiabody^«^-r 6 7 7 ^ V h m±X^¥^^^m t teV, 

DiabodySr«^i-^7 7^y V Hi, VL^VHSr^bfc t> <D, VL^VL&^Lfc 

©i^iyy^o^^ te^H^Mi&^i-s ^ t *s-c# 5*5, as 2 ~ i 4 

£bfC DiabodyfW £ CMST*, Diabody£8Nc1-5 75 ^ > h &3o£A±*£ 
25 fc&tT 5 Diabody £ LTfcfc, TI5<D t ^Sr^Tff r ftb^BB^ 
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1 . IB?l]#-5§- : 1 3 ^IE*cCOT =• /Wimm&^-r SDiabody 

ymmw&m (wm. xtk, #a> *5«tt>v*fc«#*p) \^tcr^/mm 

?lJ^-t-6Diabody-efcoT, 1B^J#^- : 1 *fcf* 3 ^IB*OBB2?>JSr^ri'5Di 

5 abodyir^lftfclH^ftDiabody 

3. 5 COCDR (XfiRT^^c) *5 <fc TJ«BE?IJ#-J§- : 7 COCDR (X^«T^fH 
©7^ y^IH^lJ^^r-r^Diabody 

4. IE?lJ#-5§": 5 COCDR (XOT^^) *5 £ tf@B?IJ#-*§- : 7 COCDR 

jgo cot ^ j ^la^nc&i^-c 1 1> u < ramtfccoT $ y wtm&w&M 

10 $C5fc N *S±tJ«/*feW:fWD) bfcT 5 y m@E?U&^rr5Diabody-T?fco 

t, E?IJ##: 5C0CDR (XW:praHR«6) *Sj:tflE?!l#*: 7 (DCDR (Xte~*S 
<D@B?IJ Sr^-f- 6 Diabody fllti^ l^&Diabody 

5. IEJiJ#-*§-: 9 (DCDR (XJ4"^aS«ft) *5<£T>WJ#-^ : 1 1 COCDR 

5: /^la^lJ^^-r^Diabody 
15 6. MB?IJ##: 9 (DCDR (XOTSWWc) 33 £t>WlJ#€- : 1 1 (DCDR (Xte"^ 

cot ^ y ^aa^ij^*5v>T 1 1 u < ell:©/ ^ y mmw^ (Stfc> 

^OV^fctettJO) LfcTS; y^id^J^r^-r^Diabody-Cfeo 
-C, SB^IJ#-^: 9C0CDR (XteRT^J*) *5 £ t>W>J#-§- : 1 1 COCDR 
RT^fclifc) Oga^J^rWi-SDiabody^^^J^I^^^Diabody 
20 rtfcUBjfclPWj *J^&6Diabody^ BB?U#* : l^fc«3^ 

IB^coiH^J^W-r^Diabody. E?IJ## : 5 (DCDR (Xtt^rSaW*) *3 «fc TJTOW 

7 COCDR (XttW^ffi^) cOga^J^^-fSDiabody, BB^*-^ : 9 COC 

DR (XOTMtt© *5£tf6E?!l#-S- : 1 1 COCDR (X«rT2E^*S) ©B#l 
Diabody£|^60?£t£ CD22^<D^EH4, T/K h~ ^:*«J»JSH4fc if) 

25 ^ftsr ££SBfc1-5 0 
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T^/millJ^tt®^ UTtt, mfc&T^/m (A, I, U M> F, P, W, Y, V) N 
5 ^TkttT^ /m (R, D % N, C, E, Q % G, H, K N S, T) % ^^{Kl^Sr^f 5 T ^ 

(g, a, v, u i> p) , 7kwtm^mmz^-rz>Ts: /m (s, t, y) n «m 

575/S (D, N, E, Q) , *ftS^fifl#(«:^ri--5T5/«l (R, K, H) , 
ttli«rtt57 5/^ (H, F, Y, W) &mf*z.k&-x*%Z (jSHrtfiv^f 

£Pk;ftTV^ (Mark, D. F. et al. , Proc. Natl. Acad. Sci. USA (1984) 81, 5 
662-5666 N Zoller, M. J. & Smith, M. Nucleic Acids Research (1982) 10, 64 
15 87-6500 „ Wang, A. et al. , Science 224, 1431-1433 % Dalbadie-McFarland, G. 
et al. , Proc. Natl. Acad. Sci. USA (1982) 79, 6409-6413) „ 
£fc> IE?0##: l*fett3miE*©r$yfiftiH^JSr^i-SDiabody. @S?U# 
#: 5 COCDR (JUZ*J&m%0 *3<tt/IB^J#-§- : 7 (DCDR &lfr*I&m%0 <£>IB?'J 
Sr^Ti-SDiabody, *fc»4BKW## : 9 ©CDR *3«fcT*BB?iJ#-§- : 

20 11 (DCDR (XOT2gfH#) OiB^ISr^ri-SDiabody*:, t hfc:#^5JWttftjJW4 

se?ij#-§-: 5\znm£tiT\,^zinmmmz.famirz>T^ym&ii-x?, 3i~3 

5 7$*CDR1 X 5 0 — 6 6 ^CDR2, 9 9—105 ^CDR3{£f@^-f-.5„ @B^J## : 7 ^ 

iE*i£;ftTv^nr£ffi#fc*Bi!sr3T$ /@?@a?ij-c\ 24 — 4o#*cdri, 5 6- 

25 6 2^CDR2 N 9 5 — 10 3 ^CDR3^tB^f 5, IE?U#-*§- : 9 KH2gc£*VCV^ 
«}C|@at57 5 /^IE?ljT% 3 1-35 #CDR1 % 5 0 — 6 6 ^ C DR2, 9 9 
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-11 2^CDR3^*BM5-f-<5o iE?0## : 1 1 \z.&1&£tlX^ 

575 / ®?BE?IJT\ 2 4-3 4 ^SCDRU 5 0 — 5 6 riSCDR2, 8 9 — 9 7 ^CDR3tC 

*&W\z&\,^XCD22&&mirZ4&ft*4\&C#&, CD22^4#^^^b, ^ 
i5lC, CD22£fg|$1-5fci#:<Z)@a?iJ (#iCPl^^^IB^J^Iffi^^^ (CD 

5, X, CD22&&MtVX. mm&K4k*B<Dj?mz£ 9^CD22#L#:£f£$iU ^ 
«t SKbTfT? r ^T*£3 0 CD22* W?*|f5gb< fi*©Hfttf&«fmiS£ b 

15 foifflM^(aoT^o»iri^$t, it©^^y-=y»j; 

R|Oi»ll^O*S> ^!l^.«r^^^n^>f/^Sr^v>^efe (W098/46777& 
T^i ^b<Djofe (Kohler. G. and Milstein, C. , Methods Enzymol. (1981) 73: 

20 3-46) m\z.mKxft?zb&X'%z> 0 &m<D$L&m&#i&^M&iz.te s 

-/y K _- ^(DmRNA^fe^te^^^rfflV^T^Cft:^^^ (VfflJ#) (DcDNA^r^ 

25 yhtt^ ty^*, t HtwrasrafiJB^s^. x> 
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*m&X.m#Lfc. m*-t£. (Chimeric) #t# N t YW.it (Humanized) %iW 

t M^ftflctt, l?4fij& (reshaped) t *>^£tK t h £U*(DPjf ?L» 

fc £ !7 *^#<^t@Mt£&^Bg^ (CDR; complementarity determining 

10 region) £ t h&ft<DftW&&&WtZ*&te\*1£ <DXfo Y) , Je©— J&ttfcfcfc 

— (framework region ; FR) %Wfe~fZ> £ 5 ^^UfcDNAgB^J^r, * 

15 519* U ^xm^L^t f-^Uz^AsX^ rn^f±i^ALl4$^?> - £ 
mJ;D»feix* (ttW4Wftt«4fcH#-*EP 239400 % @|£WFttHK&H#-i-wo 96 

/02576#J$) o CDRSr^bTJg^^tbSt hfctfrOFRte, tt*Btt»:J£«#2 s &£Pfc 

20 — ^tg^e^T? /8£&1iifeL-C 1 k«fcV> (Sato, K. et al. , Cancer Res. (1993) 53, 
851-856) o 



WO 2004/087763 PCT/JP2004/004696 

-12- 

Vt&'&Z>^bhX»%Z> (#^l-59878#^) 0 t hftMfi?©^©!/ 

(dm \>mb*m%~tz>^k&x*%z> mmwwmm^m^m 93/12227, wo 92/ 

5 03918, WO 94/02602, WO 94/25585, W0 96/34096, WO 96/33735#$l) 0 

fe*l/tV^ 0 ^l^i^s t b^C^pr^^^r— *mSKW- (scFv) <h LT77 — 

f^siu tb^MMtsri^ir^ wtbe>o^(m^ia^p-efc«9, wo 

92/01047, WO 92/20791, WO 93/06213, WO 93/11236, WO 93/19172, WO 95/01438, 
WO 95/15388£##K:-t-3 31 t 6„ 

15 *&m<Dtn.mz, jKuxf^yn-^ (peg) , McMVkmw, h*^»m<D 

- SDNA?r^i-§ 0 ^if— >3 ^&flf(Sambrook, J et al. , Mole 
cular Cloning 2nd ed. , 9. 47-9. 58, Cold Spring Harbor Lab. press, 1989) fit 
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>f-fef— v'a l/&<Dmmz&\t^X, 01J^tf42°C, 0. 1XSSC. 0. l%SDS(D^#T*fc 9 , 
£f£L<te50°C, 0. 1XSSC „ 0. l%SDS(Z)^#T**>a o i!5&tuv^/y^ 

^iS^^btegzfctn, 0iJ;tk£65 o C, 5XSSC^0. l%SDS<^^-efc6 0 

mm*M±m$iirz> ^ t xmn<D* h v ^^^^-^mm.-r^> r t &-*imx&> 

fccDNA-e&5/0\ ADNATA £2>\ ^^DNAT-fc6^^ b**?3frtel<\ 
15 £W-r3DNA;^£*X&o 

^^-©0iJtLt^ M133^^— , pUC^"***—, pBR322, pBluescript, 
pCR-Scriptft if^^f btLSo cDNAOif:/* n— ~ $J 9 ffl b £ g ft 

£bfc:»£\ ±15^* — ©{&{£, pGEM-T, pDIRECT, pT7& <^ W ^> 

25 tV<5o 
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ft£ Lfc^fct, ^9 9-fr±mWX*mU£ftZ&5te±^&WL*ft^&fr\^ 

1§£&JM109 % DH5 a „ HB101, XL1-Blue& £f©*flMI £ U/t4&^^*5V^Ttt % 
||-e^J;<|gm*C#5 «fc Sfc^P*— * — v lacZ^n*— * — (Ward 

5 b, Nature (1989) 341, 544-546 ; FASEB J. (1992) 6, 2422-2427) % araB^n 
9 — (Better??, Science (1988) 240, 1041-1043 ) „ ^fcfcm^P^e— ? 

— Otot!lpGEX-5X-l , TQIAexpress systemj (^7^ 

>-*±$!D > pEGFP, *fettpET(i©»^, 1&£f*T7 RNA#y if&ISmUTV^ 

*<9 9 — Tjfy^^-K^^feftO^^/l'S^JdS'g-^tLTVN-C 

pelBi/^^-yVga^J (Lei, S. P. et al J. Bacteriol. (198 
7) 169, 4379 ) £tefl3**-*Ltf ±V\, a^M^tf)^ 9 — tf>2»A«U «;tHBiMfc 
15 *-U9 hn^l/- e/a i/'ifeSr/gwrfT? -i^t*t5 0 

ut», nt?L«i«f*3*5©*a-<^^- (fllfcttr, pcdna3 wyt'fpyyttS) 

pEGF-BOS (Nucleic Acids. Res. 1990, 18 (17) , p5322h pEF x pCDM8) % 
Wfc&Jk&^W^t 9— (0!l*.ff TBac-to-BAC baculovairus expression syste 
20 roj (^^=BRL|±^) s P BacPAK8) % Wfo&J£<03ms<9 9 (0»Jx.fc£pMHl, pMH 
2) , Wfo*7 4 J^&?kV>%&%S<9 9 — <&\7Ui$^ pHSV, pMV x pAdexLcw) % 
v$'(^*& : &<D%m^9 9— (M*-&. pZIPneo) , aWHfe**)**-** 9 — 
(0lRfcf> rpichia Expression KitJ ^ t* h n Jf ^#M) s pNVll % SP-Q0 
1) , teMfcSfcOIS^**— (fllxiff* pPL608, pKTH50) ^tffeixS. 
25 COSjftBjfe, NIH3T3»^^»J^»T(7)^m^@^Ji: Lfc^lCJS, 

faflSrt^3&m£*5fcfcfc:i&g&:/n*— *~ % 0!|;itfSV4O:7 P n^— * — (Mulli 
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gan£>, Nature (1979) 277, 108) . MMLV-LTRT" o & ■ „ EFla^P^-— * — 
(Mizushimafe, Nucleic Acids Res. (1990) 18, 5322) % CMV^^-— - 1£ if 

Mx.it, pMAM, pDR2, pBK-RSV, pBK-CMV, pOPRSV, pOP13 ft t* &%£lf hfo&o 

IBS: B » i: tSi^ttt. ^B^J&^Sr^til UfcCHD»J!afc*tb**B»-*-5DHFR 
fem+tt-tZ^?*— M*-tt. pCHOIfci?) «:*At, ^bbW^-fe-b (MT 
10 X) ^«fc?)*gffi$*5*«feds^ffe>tt, £fc, »e^©-aM4©«»«:B«Jfci-5 
SV40 T^Jfg^^mr55te^ : •^^# 1 ^-h^oC0S^^^fflV^TSV40W 

(pcd^^) -e^a^-rs^&^^if btb^o «$4M*& 

(BPV) #cDS5t5(D^©^fflV>5r i:^-t?#5o l&^iNBJia^-eStfirf- 

7y^7x7-^ (APH) ^SS^"***" (TK) 3tfc^ ^M^V 

fy^7=y*^*!)^b7^7x7^ (Ecogpt) itfc^ v^t KpI 
m5l7C#* (dhfr) Ste^-^Sr'&tfni^-e**. 

(^J^Lf^pAdexlcw) -^U b p ^ — (MxikfpZIPneo) ft£?/&$iplf htl 

25 fi^jftf^tt, OTri-tfcoTfT 5 - t & flMX'h Z> (Molecular Cloning , 5. 61-5. 6 
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^pj^^o^^^c^fcfeo^^ t L-c^/B-r a r £ tfs-e^ So ^ y ^ 

5 "f*f YWk<OtT-#><Dm%3k\^ in vitroteXXFin vivo<DM±^^h^ 0 in vitro 

v^r^-t?#5 0 ifettttt^ m^mm^ &\?ti^ cm a. e xp . Med. 

10 (1995) 108, 945) N COS, 3T3 N ?ip- ^ N BHK (baby hamster kidney) s HeL 
a, Vero, M^M, ^i«77 V *V * ^A-^M (Valle, et al. , Nat 
ure (1981) 291, 358-340) , &5 WtSMBlS, #iJ*Lk£> Sf9, Sf21 N Tn5;$S£Q 
tlX^Zo CHOlfflJiSi: LTfi, DHFR3t^^^*ib7iCHO^^-^fcSdhfr-CH 
0 (Proc. Natl. Acad. Sci. USA (1980) 77, 4216-4220) -^CHO K-l (Proc. Natl. 

15 Acad. Sci. USA (1968) 60, 1275) ^jg^^-T £ - t 5 C 

*5WT, ^:*^^@Wi:-r6#^tc«#{cCH0m^^uv\ ?&^m^-< 

5/ ^ y Ji?y — i»D0TAP (^<— y ^^-f M±BD &;BV^;££U xu^hn 

a ^*fe N y *K 7 a * V- 3 *S"5r«6T?fc 
20 ttte^ttlj:, 0j;tfi % =3f7t-^^is {Nicotiana tabacum) 

LTij:, 1^^^n5:-fe^ (Saccharoses) ^J^tf, 

fy*n^t^ •irl/lfv'^ (Saccharomyces cerevisiae) , 

T^^/l'^r/^^ {Aspergillus) M> fflz.lt, T^^/W^A-* • (Aspergil 
25 if/5 yji>er) tfSftl P> *I/T V ^ & 0 
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±mn u con) , mx.&. jmioq, dhsc*, mioim&mtfbtis ^(om, ^ 

5 T#6o Mz-t£, ®}mmm<D-mmWtt tt, Mxtf, DMEM, MEM, RPMI1640, IMDM 

W5:^m5o ^roi^ s «if,iM.tt (fcs) m<Dikmmwi*i#mi-z>^ 

V\ Jg#te, aim, ^3O~4OrTi$15~2OO0#RQm\ ^H^Ct^iO^ 

15 Uttt, ^T^r, ^!7^ ^SrJlV^-^T^S (Vicki Glase 

r, SPECTRUM Biotechnology Applications, 1993) 0 V$%MW}%0&f% 

#y^^K£^— Ki~ Sitter ^m^itte^t LTMliti. 
20 gll'^at^^^-tfDNA^fJtSr^^r^lBS^AU, £<&ffl5&(lt<^^8Mfii-5o E 

— S/^^T^^^ffi LTt)<tVN (Ebert, K.M. et al. , Bio/Technology (1994) 12, 
25 699-702) 0 
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(OtlA =» (D$fW.frh § #]<D;tf !J -<-f^- K£r#£ d t 5 (Susurau, M. et al. , 

Nature (1985) 315, 592-594) 0 

5 JSv^#£\ BWWDHASr*Wfc»5lffl^^^-N 0iJ;tk£pMON 530fc:*fAU :^ 
^^^^j^p/^^y 17 a . 5/^77 -yen {Agrobac terium tumefaciens) 

"7~ • J* {Nicotiana tabacum) * it\ * * = £ t) /5tM<£> # y ^ 

^K^#5I £#S-e#5 (Julian K. -C. Ma et al. , Eur. J. Immunol. (1994) 
10 24, 131-138) „ 

15 RS^ttifi. *IKttJK, BftttAttk 58®* ftgHfcPk SDS-^y 

20 h^97^- , n^r h;7*7^>f — btlZ (Strategies for Prot 

ein Purification and Characterization : A Laboratory Course Manual. Ed Dan 
iel R. Marshak et al. , Cold Spring Harbor Laboratory Press, 1996) 0 ZLfrl 
P,0^n-7h^77^-lt Wn-7h^77^- #];tfc£HPLC, FPLC^O^ 

#3893 fc^T, St^O^tJ^j^^^tt (Antibodies A Laboratory Manual. Ed H 
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arlow, David Lane, Cold Spring Harbor Laboratory, 1988) (DZ&jJ^JUi^ftlO^ 
^fffltSr^^t^So Mx.t£s ELISA (B***££^fe&©*Mfc5fete) , EIA 

mm mzskmmm <Dmm^mz.mzm$hx&% t^x-btiZo is^bs 

tftX^Z (US5057313, US5156840) 0 

20 IfeL/tfl^J, ^-fe/Hftk ^ya^vfcu w^n^^-fe^Ji: Itgq^^ 

u<tt«t^ AfMtfctt, asi&TK^^a^Tk, *m&juu ?ub#K mal #® 
fstt^j, bs^j, bsjb^j. fe&Mtet'tmms.^ 
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)i^^^lil=b^J> 0«*.ti!7Vl'=»— /K ^^^(i^^y^K 
^-^ttMMtt^Jx ^J^Lf^y y/W<— b80 (TM) . HCO-5Ofc0M!L-C 1 i>«kl\ 

20 #!i>t^ M^ait, nmfttm, termite ¥<Dm\ a 
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VvCfct, 1 0 fcfc^O. lfrb lOOOmg, £PS b< tt^l. 0^P>50m g> «t«?^*b<tt 
JC*5V>Ttt, 5i$\ iP^«3^]0.01^b30mg, b< te^O. I^fe20mg x J; «9 0 

El 1 te, LL2diabody(Di^S@B^J*5 XXfiT 5: / Kia^lJ 5:^121 S„ 
HI 2 RFB4diabody©iMga^iJ*5 JztfT ^ J W&M*7FtW2lhZ>* 
15 g|3fj:, diabody©ftjR£^-f^"T?*>5o MM bfc#diabody«rSDS-PAGEU C 

Odiabodytj^-efi^VN^^^M^tbTVN^ £ k&$m&ftti 0 

#diabodyORajijjWJte^Ofe^«0?ilBS:^-t-BI"t?fcS. *SS4U^:#di 
abodytf\ Rajif«— 0M^^oV^T^^ff^ffofc 0 -t©^*, V>-f tt^diabod 
20 yfcRaji#BIS^*gf£'i-5 £ flSfllig £ ftfco Jg^fiH4«:LL2diabody J: <9 ^RFB4diab 

^^ixTV^57tfe, #<OLL2diabody««^^^, »F*3^& 9 &**l/r L 

®5tt % #diabody^«t*J(Wl!S#5$^tt<D<S?^Sr^- 9 -|l|-Cfc5 0 CD22«:i*SfS?t£38 
25 mt" 5 r. £ £> *LT V ^ 2ffiM<£B y ^Jffi#HJ§&&, Daudi % Raj i \Z.%tf 5 CD22di 
abody^^fflia^^ttSrtU^bfCo -tix^nOdiabodySr^ai^ (Em^l") T* 
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l/^r <t^5fe|g$nfc 0 diabody(bLfc^:CD22*rL#:^^ j^^By 

5 

[MMM 1 ] CD22diabody|§m^^ * — <DftM 

10 |£^|H$n-CV^§z:m^©^CD22fe ! L^, -ttet>t>LL2 (4#fFfj?3053873-S§-) N R 
FB4 (JP 2002501488-A) (DlB^lim^ & £ mMbmm<D*I^mi&&5mer<D}) 
^^~-e5g^$-^fcCD22diabodyO^SiB^J5:^r^ j etl/^:tf LfCo (LL2diabody. R 
FB4diabody) 0 Ell (IB?IJ#-5§- : 1, 2) *5£t£El2 (gB?U#-5§- : 3, 4) }d N 
tt^tV(Ddiabody(DlS?lJ^-r ( y I/Jo — £T l/tf— =7 4 Flag-tag£&£t-C^ 

15 -t) o 

^fj-LfcLL2diabody N RFB4diabody£ 3— Ki~ 5 cDNASr-g-fiJc-t" 5 fcfe, 

diabodyU:o# Z:tl^tbl2mm-?0* V =*DNA&f££g bfc (a:*^ ^ ^- y =NJ-*- 

DiabodySra— K-t"«cDNAtti^T^i*5 5»2:-&fifeL/t. *i\ #^-y =fDNA2^-fo 

£-£5w£T% 150bp@^(75DNA«lfJt^^L^ o ^ V ^ T # *b ftfcDNABjJf >K" IH ± ^ <fc 
SrecombinationRlfeSrlBclHljlfcfJjgi-r. tt\ *^^^800bp^)^^ScDNAO^ 

^J5fe LT# *Lfc:£-cDNA&EcoRI-NotI#JSr L> WiWlBffa&^L^? 9 — pCXND3<£>E 
25 coRI-Notir^^#Abfc 0 &S@a?IJ£?iftfSU LL2diabody^m^<^^ — (PCXND3-LL 
2DB) *5«kT^ RFB4diabody^^^ 9 ' — (pCXND3-RFB4DB) (Dm^WT bfc„ 
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2 ] CD22diabody<7)3|tM 

(1) LL2diabody5SmjNBJ!at*O^St t igftt .kfltWEHK 

PvuIT?^Jifb N I*#^bb7tpCXND3-LL2DB 20 fi g£DG44$»-J!^T<£> J: 9 Select 
roporationjfetC £ <9 bfc 0 DG44;M£: ice-cold PBS1:'2|1]^^ Ufc^lXlOVml 
5 fcfcS «t SfcPBSfclfBiBbfco dtL^O/ig^ilB-T 0 ^^^ KSra-a-u 1^^^ 
* (1.5KV, 25/zFD) &-$-X.tc 0 ji^^*iJ^T^fflJ^^^L96well plate # ^ 
^ MJ$500/zg/ml G418(GIBCO)#&T-Cit*^ ; ffofCo £W bfc=i p ~— 
tmellj; 0~30^ P — yiJ^l^y^TyT'U •^frkJg^-Ltf ^diabodyGOfg^i, 

10 &LL2diabodyitjjg:£&fflJl&$c<b bfc 0 T-1757 7 =i cfj-e=3 ^^/uoc^ h {C&ofciLL 
2diabodyiSjjg£|fflJ3&$c £2;fc<D p — v — sK h /V (CH0-S-SFMII*gJ& (GIBC0) 250ml) l£ 
3£U 5 Sm^m±m £H|I&b/i 0 ^>K:J;oT^J§££|&*bfcfL 0.45jum 
<D 7 -Y — £fil Lt r ft«:U£diabody£>$&S4teJB V >fc„ 

(2) RFB4diabodyOcos7T?(7>— igft^^, £ J#HJL?Kf ©HHlX 

15 pCXND3-RFB4DB 20 ja g5:C0S7>fi|BllSH:Js*T£> =fc 0 teelectroporationSfete «t 9 MX 
bfc 0 C0S7&BIS& ice-cold PBSt?2|HSfc^bfc^lX10 7 /ml(J:^5 J; 5 (CPBS^^I 
bfc 0 ^nt-20 J ug<D±|B7 P 7^^ K3ritt#U m^^^ (220V, 950mFD) St 

*_ttf£[Ul|3lbfc 0 ji^^^oT^EM^r^bfc^, 0. 45 m© 7 — 
20 bTrtt?:PJ T B42diabody(O^M^ffiV^c 0 

(3) diabody(D*S^ 

diabody^JitSgte^T© t *3 19 ff ofc, b7t#if^±?f ^Anti-Flag M2 Aga 

rose (SIGMA) &%aZ. s — ife4 0 C-e*i-£i-<5 r t \Z. X 19 diabody£©*£-frfc 0 Anti- 
Flag M2 Agarose Srii'frUlJ; «9lH]l|KbPBS-C^:lEl^^b7b# % SSWBuffer (lOOmM 
25 Glycine H3. 5, 0. 01% Tween 20) TdiabodySrfc&W bfc 0 HHR bfcf'^/l'ttlt'fe 
^^25tnM{C^5«fc 5 {-Tris-HCl pH8. 0"T?«f»?q bfc„ rfr£r$t$iU 0. 01% Twe 
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en 20^tpPBS(c^^^ T — g^bfCo EJJfc bfcf- y^;KZ)- lH55:SDS®^jc»)U 

IMMM 3 ] CD22diabodytf> y >v*JliiiM— O^Oiiiig 
5 ^LfcLL2diabody N £fcte, RFB4diabody$r2%FCS, 0. 02%NaN 3 £r-f tpPBS^T? 
•^n^tb^S^^O/z g/ml N 8 M g/ml^&S £ o {CB y V^MMmajiM^P 

^ffi^tD^-^^flow cytometory£fflV>TM]^bfc (EPICS ELITE, COULTER) 0 
10 [MMm 4 3 CD22diabody(C £ZV >v^tt<Z>«^ft^ttcO»T 

BV >s<mm&$a, Raji, DaudiSr, 2~5 X 10 5 cells/welllcft £ J: o \Z.2 

4 well plate lc£tt£j$:^7c„ ZtlK, b7c:LL2diabody, ^fc«RFB4diabody 
Sr^PU37t:T^*^^^f'o 20H#FpS1#*fflJ&£|E]l&U PI&#Px.^.-ei5#50& 
$-fr5:i£^^tt£7^1'bfc„ flow cytometory£^T^#,£;ftfc 

15 5E*fflj8a©fiJ'^^ra!J^b/i (EPICS ELITE, COULTER) „ 
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1 . CD22 zmm-t % i&^itmWo 

2 . Diabodyffc Sfjf^ i {C|5icOig;^^^:#: 0 

5 3. £XT<V (a) ~ (f) <D\^M>\ZLtm.(DW^i\^KWo 

( a ) IE?iJ#-*§- : 1 * fc « 3 ^IE*ctf> T 5 / ^IE?IJ 6 faft*ik%iW 0 

( b ) ga^lj#:§- : 1 £fcte 3 ^IBic^T 3: S Wmm^-te^X 1 L < f±«*fe 

io mzmmt£i&ftjHk$ifc 0 

( d) @B^iJ#^- : 5 <£>CDR:Jo < fcL>WJ#-*§- : 7 OCDROT 5 / ^SE^^T, 

( e ) ffi^lj## : 9 <DCDR*5 £ U*IB?IJ#-J§- : 1 1 <£>CDR<DT 5 / SfcBB?!! Sr^"*- 

( f ) ia?IJ#-§- : 9 0>CDR*3 «fct*E?!l#-J3- : 1 1 OCDROT 5: / @?gB^[Jtc:*5V> 
20 T, lfcU<tt«*©T$yBHE^#Wk *$c, f A, *5j:t*/*fc: 

(Di&ft^-ikVifc tmmmz.mm 

25 5. {£#^Hb#Diabodyfl;-Cfc3. t»**4 KllEfc<D#ft;. 

6. ?SH4*srd?h— >^SI3«Stt-e*>«, t»3l«4*fctt5K:|Btt©:frft. 
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8. ffiaS*BJtete*H-57# t»^7H:|B*©T3^ 

1 0 . »3fc3JC 1 ~ 3 60V>i a tL^^C|Em^iS^'fb^:#:^ ft 3fc3g4 ~ 6 ©V vfjh, 

1 1 . M^^jfc^ffi^-cfcs, it^ii i o \zmm<Dfflsmfflo 

ML 

1 3 . ^fl^DiabodyT'fe S N fft*g( lOifclill fcl^0$UB*ftl. 
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mi 

10 20 30 40 50 60 70 80~ 90 100 

cctgaattccaccatggaaaggcactggatctttctcttcctgttttcagtaactgcaggtgtccactcccaggtccagctgcaggagtcaggggctgaa 
MERHW I FLFLFSVTAGVHSOVOLQESGAE 

110 120 130 140 150 160 170 180 190 200 
ctgtcaaaacctggggcctcagtgaagatgtcctgcaaggcttctggctacacctttactagctactggctgcactggataaaacagaggcctggacagg 
LSKPGASVKMSCKASGYTFTSYWLHWIKQRPGQG 

210 220 230 240 250 260 270 280 290 300 

gtctggaatggattggatacattaatcctaggaatgattatactgagtacaatcagaacttcaaggacaaggccacattgactgcagacaaatcctccag 
LEW I GY I NPRNDYTEYNONFKDKATLTADKSSS 

310 320 330 340 350 360 370 380 390 400 

cacagcctacatgcaactgagcagcctgacatctgaggactctgcagtctattactgtgcaagaagggatattactacgttctactggggccaaggcacc 
TAYHOLSSLTSEDSAVYYCARRD I TTFYWGQGT 

410 420 430 440 450 460 470 480 490 500 

actctcacagtctcctcg ggtggaggcggtagcg acattcagctgacccagtctccatcatctctggctgtgtctgcaggagaaaacgtcactatgagct 
T L T V S S G G G G S D I QLTQSPSSLAVSAGENVTMSC 

510 520 530 540 550 560 570 580 590 600 
gtaagtccagtcaaagtgttttatacagtgcaaatcacaagaactacttggcctggtaccagcagaaaccagggcagtctcctaaactgctgatctactg 
KSSQSVLYSANHKNYLAWYQQKPGQSPKLL I YW 

610 620 630 640 650 660 670 680 690 700 
ggcatccactagggaatctggtgtccctgatcgcttcacaggcagcggatctgggacagattttactcttaccatcagcagagtacaagttgaagacctg 
ASTRESGVPDRFTGSGSGTDFTLT I SRVQVEDL 

710 720 730 740 750 760 770 780 790 800 
gcaatttattattgtcaccaatacctctcctcgtggacgttcggtggagggaccaagctgg 

A I YYCHQYLSSWTFGGGTKLE I K ,D , Y K D , D D D K * * 
810 

cggccgcaat 
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M2 



10 20 30 40 50 60 70 80 90 100 

cctgaattccaccatgaactttgggctcagattgattttccttgtccttactttaaaaggtgtgaagtgtgaagtgcagctggtggagtctgggggaggc 
BNFGLRL I FLVLTLKGVKCEVQLVESGGG 

110 120 130 140 150 160 170 180 190 200 

ttagtgaagcctggagggtccctgaaactctcctgtgcagcctctggattcgctttcagtatctatgacatgtcttgggttcgccagactccggagaaga 
LVKPGGSLKLSCAASGFAFS I YDBSWVRQTPEKR 

210 220 230 240 250 260 270 280 290 300 

ggctggagtgggtcgcatacattagtagtggtggtggtaccacctactatccagacactgtgaagggccgattcaccatctccagagacaatgccaagaa 
LEWVAYI SSGGGTTYYPDTVKGRFT I SRDNAKN 

310 320 330 340 350 360 370 380 390 400 

caccctgtacctgcaaatgagcagtctgaagtctgaggacacagccatgtattactgtgcaagacatagtggctacggtagtagctacggggttttgttt 
TLYLQMSSLKSEDTAMYYCARHS6Y6SSYGVLF 

410 420 430 440 450 460 470 480 490 500 

gcttactggggccaagggactctggtcactgtctctgca ggtggaggcggtagc gatatccagatgacccagactacatcctccctgtctgcctctctgg 
AYWGQGTLVTVSA G G G G S D I OMTQTTSSLSASLG 

510 520 530 540 550 560 570 580 590 600 

gagacagagtcaccattagttgcagggcaagtcaggacattagcaattatttaaactggtatcagcagaaaccagatggaactgttaaactcctgatcta 
; DRVT I SCRASOD I SNYLNWYQQKPDGTVKLL I Y 

610 620 630 640 650 660 670 680 690 700 

ctacacatcaatattacactcaggagtcccatcaaagttcagtggcagtgggtctggaacagattattctctcaccattagcaacctggagcaagaagat 
YTS I LHSGVPSKFSGSGSGTDYSLT I SNLEQED 

710 720 730 740 750 760 770 780 790 800 

tttgccacttacttttgccaacagggtaatacgcttccgtggacgttcggtggaggcaccaagrt^ 

F A T Y F C Q 0 G N T L P W T F G G G T K L E I K ,D . Y J , P.. D. D , D K* 

810 820 
gataagcggccgcaat 
* 
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H4 
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12 



10 



8 



*1 



6 



5/5 

Daudi 



1 


) 






1 




■ 

j 4 
1 




■ 


si 


1 


1 

















































&L /<V77- /*V~?T- CD22DB CD22DB CD22DB 
20ul 60ul LL2 LL2 RFB4 
lOug/ml 20ug/ml 5ug/ml 
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SEQUENCE LISTING 

<110> CHUGAI SEIYAKU KABUSHIKI KAISHA 

<120> Genetically engineei-ed-antibodies against CD22 and use thereof 
<130> C1-A0305P 

<150> JP 2003-96950 
<151> 2003-03-31 

<160> 36 

<170> Patentln version 3. 1 

<210> 1 

<211> 260 

<212> PRT 

<213> Artificial 

<220> 

<223> an artificially synthesized peptide sequence 



<400> 1 

Met Glu Arg His Trp He Phe Leu Phe Leu Phe Ser Val Thr Ala Gly 
15 10 15 



WO 2004/087763 
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Val His Ser Gin Val Gin Leu Gin Glu Ser Gly Ala Glu Leu Ser Lys 
20 25 30 

Pro Gly Ala Ser Val Lys Met Ser Cys Lys Ala Ser Gly Tyr Thr Phe 
35 40 45 

Thr Ser Tyr Trp Leu His Trp He Lys Gin Arg Pro Gly Gin Gly Leu 
50 55 60 

Glu Trp He Gly Tyr He Asn Pro Arg Asn Asp Tyr Thr Glu Tyr Asn 
65 70 75 80 

Gin Asn Phe Lys Asp Lys Ala Thr Leu Thr Ala Asp Lys Ser Ser Ser 
85 90 95 

Thr Ala Tyr Met Gin Leu Ser Ser Leu Thr Ser Glu Asp Ser Ala Val 
100 105 HO 

Tyr Tyr Cys Ala Arg Arg Asp He Thr Thr Phe Tyr Trp Gly Gin Gly 
115 120 125 

Thr Thr Leu Thr Val Ser Ser Gly Gly Gly Gly Ser Asp He Gin Leu 
130 135 140 

Thr Gin Ser Pro Ser Ser Leu Ala Val Ser Ala Gly Glu Asn Val Thr 
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145 150 155 160 

Met Ser Cys Lys Ser Ser Gin Ser Val Leu Tyr Ser Ala Asn His Lys 
165 170 175 

Asn Tyr Leu Ala Trp Tyr Gin Gin Lys Pro Gly Gin Ser Pro Lys Leu 
180 185 190 

Leu He Tyr Trp Ala Ser Thr Arg Glu Ser Gly Val Pro Asp Arg Phe 
195 200 205 

Thr Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr He Ser Arg Val 
210 215 220 

Gin Val Glu Asp Leu Ala He Tyr Tyr Cys His Gin Tyr Leu Ser Ser 
225 230 235 240 

Trp Thr Phe Gly Gly Gly Thr Lys Leu Glu He Lys Asp Tyr Lys Asp 
245 250 255 

Asp Asp Asp Lys 
260 



<210> 2 
<211> 810 



WO 2004/087763 



PCT/JP2004/004696 



4/3 7 

<212> DNA 

<213> Artificial 

<220> 

<223> an artificially synthesized DNA sequence 
<220> 

<221> CDS 

<222> (14) . . (799) 

<223> 

<400> 2 

cctgaattcc acc atg gaa agg cac tgg ate ttt etc ttc ctg ttt tea 49 
Met Glu Arg His Trp He Phe Leu Phe Leu Phe Ser 
1 5 10 

gta act gca ggt gtc cac tec cag gtc cag ctg cag gag tea ggg get 97 
Val Thr Ala Gly Val His Ser Gin Val Gin Leu Gin Glu Ser Gly Ala 
15 20 25 

gaa ctg tea aaa cct ggg gec tea gtg aag atg tec tgc aag get tct 145 
Glu Leu Ser Lys Pro Gly Ala Ser Val Lys Met Ser Cys Lys Ala Ser 
30 35 40 

ggc tac acc ttt act age tac tgg ctg cac tgg ata aaa cag agg cct 193 
Gly Tyr Thr Phe Thr Ser Tyr Trp Leu His Trp He Lys Gin Arg Pro 
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45 50 55 60 

gga cag ggt ctg gaa tgg att gga tac att aat cct agg aat gat tat 
Gly Gin Gly Leu Glu Trp He Gly Tyr He Asn Pro Arg Asn Asp Tyr 
65 70 75 

act gag tac aat cag aac ttc aag gac aag gcc aca ttg act gca gac 
. Thr Glu Tyr Asn Gin Asn Phe Lys Asp Lys Ala Thr Leu Thr Ala Asp 
80 85 90 

aaa tec tec age aca gcc tac atg caa ctg age age ctg aca tct gag 
Lys Ser Ser Ser Thr Ala Tyr Met Gin Leu Ser Ser Leu Thr Ser Glu 
95 100 105 

gac tct gca gtc tat tac tgt gca aga agg gat att act acg ttc tac 
Asp Ser Ala Val Tyr Tyr Cys Ala Arg Arg Asp He Thr Thr Phe Tyr 
110 115 120 

tgg ggc caa ggc acc act etc aca gtc tec teg ggt gga ggc ggt age 
Trp Gly Gin Gly Thr Thr Leu Thr Val Ser Ser Gly Gly Gly Gly Ser 
125 130 135 140 



241 



289 



337 



385 



433 



gac att cag ctg acc cag tct cca tea tct ctg get gtg tct gca gga 
Asp He Gin Leu Thr Gin Ser Pro Ser Ser Leu Ala Val Ser Ala Gly 
145 150 155 



481 



WO 2004/087763 PCT/JP2004/004696 

6/3 7 

gaa aac gtc act atg age tgt aag tec agt caa agt gtt tta tac agt 529 

Glu Asn Val Thr Met Ser Cys Lys Ser Ser Gin Ser Val Leu Tyr Ser 

160 165 170 



577 



gca aat cac aag aac tac ttg gee tgg tac cag cag aaa cca ggg cag 
Ala Asn His Lys Asn Tyr Leu Ala Trp Tyr Gin Gin Lys Pro Gly Gin 
175 180 185 



tct cct aaa ctg ctg ate tac tgg gca tec act agg gaa tct ggt gtc 625 
Ser Pro Lys Leu Leu He Tyr Trp Ala Ser Thr Arg Glu Ser Gly Val 
190 195 200 

cct gat cgc ttc aca ggc age gga tct ggg aca gat ttt act ctt acc 673 
Pro Asp Arg Phe Thr Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr 
205 210 215 220 

ate age aga gta caa gtt gaa gac ctg gca att tat tat tgt cac caa 721 
He Ser Arg Val Gin Val Glu Asp Leu Ala He Tyr Tyr Cys His Gin 
225 230 235 

tac etc tec teg tgg acg ttc ggt gga ggg acc aag ctg gag ate aaa 769 
Tyr Leu Ser Ser Trp Thr Phe Gly Gly Gly Thr Lys Leu Glu He Lys 
240 245 250 



gac tac aag gat gac gac gat aag tga taa gcggccgcaa t 
Asp Tyr Lys Asp Asp Asp Asp Lys 



810 
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255 



7/3 7 



260 



<210> 3 

<211> 262 

<212> PRT 

<213> Artificial 

<220> 

<223> an artificially synthesized peptide sequence 
<400> 3 

Met Asn Phe Gly Leu Arg Leu He Phe Leu Val Leu Thr Leu Lys Gly 
15 10 15 

Val Lys Cys Glu Val Gin Leu Val Glu Ser Gly Gly Gly Leu Val Lys 
20 25 30 

Pro Gly Gly Ser Leu Lys Leu Ser Cys Ala Ala Ser Gly Phe Ala Phe 
35 40 45 

Ser He Tyr Asp Met Ser Trp Val Arg Gin Thr Pro Glu Lys Arg Leu 
50 55 60 

Glu Trp Val Ala Tyr He Ser Ser Gly Gly Gly Thr Thr Tyr Tyr Pro 
65 70 75 80 
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Asp Thr Val Lys Gly Arg Phe Thr He Ser Arg Asp Asn Ala Lys Asn 
85 90 95 

Thr Leu Tyr Leu Gin Met Ser Ser Leu Lys Ser Glu Asp Thr Ala Met 
100 105 HO 

Tyr Tyr Cys Ala Arg His Ser Gly Tyr Gly Ser Ser Tyr Gly Val Leu 
115 120 125 

Phe Ala Tyr Trp Gly Gin Gly Thr Leu Val Thr Val Ser Ala Gly Gly 
130 135 140 

Gly Gly Ser Asp He Gin Met Thr Gin Thr Thr Ser Ser Leu Ser Ala 
145 150 155 160 

Ser Leu Gly Asp Arg Val Thr He Ser Cys Arg Ala Ser Gin Asp He 
165 170 175 

Ser Asn Tyr Leu Asn Trp Tyr Gin Gin Lys Pro Asp Gly Thr Val Lys 
180 185 190 

Leu Leu He Tyr Tyr Thr Ser He Leu His Ser Gly Val Pro Ser Lys 
195 200 205 

Phe Ser Gly Ser Gly Ser Gly Thr Asp Tyr Ser Leu Thr He Ser Asn 
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210 215 220 

Leu Glu Gin Glu Asp Phe Ala Thr Tyr Phe Cys Gin Gin Gly Asn Thr 
225 230 235 240 

Leu Pro Trp Thr Phe Gly Gly Gly Thr Lys Leu Glu He Lys Asp Tyr 
245 250 255 

Lys Asp Asp Asp Asp Lys 
260 



<210> 4 

<211> 816 

<212> DNA 

<213> Artificial 

<220> 

<223> an artificially synthesized DNA sequence 
<220> 

<221> CDS 

<222> (14) . . (805) 

<223> 

<400> 4 



WO 2004/087763 



PCT/JP2004/004696 



1 0/3 7 

cctgaattcc acc atg aac ttt ggg etc aga ttg att ttc ctt gtc ctt 49 
Met Asn Phe Gly Leu Arg Leu He Phe Leu Val Leu 
1 5 10 

act tta aaa ggt gtg aag tgt gaa gtg cag ctg gtg gag tct ggg gga 97 
Thr Leu Lys Gly Val Lys Cys Glu Val Gin Leu Val Glu Ser Gly Gly 
15 20 25 

ggc tta gtg aag cct gga ggg tec ctg aaa etc tec tgt gca gec tct 145 
Gly Leu Val Lys Pro Gly Gly Ser Leu Lys Leu Ser Cys Ala Ala Ser 
30 35 40 

gga ttc get ttc agt ate tat gac atg tct tgg gtt cgc cag act ccg 193 
Gly Phe Ala Phe Ser He Tyr Asp Met Ser Trp Val Arg Gin Thr Pro 
45 50 55 60 

gag aag agg ctg gag tgg gtc gca tac att agt agt ggt ggt ggt acc 241 
Glu Lys Arg Leu Glu Trp Val Ala Tyr He Ser Ser Gly Gly Gly Thr 
65 70 75 

acc tac tat cca gac act gtg aag ggc- cga ttc acc ate tec aga gac 289 
Thr Tyr Tyr Pro Asp Thr Val Lys Gly Arg Phe Thr He Ser Arg Asp 
80 85 90 

aat gec aag aac acc ctg tac ctg caa atg age agt ctg aag tct gag 337 
Asn Ala Lys Asn Thr Leu Tyr Leu Gin Met Ser Ser Leu Lys Ser Glu 
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95 100 105 

gac aca gcc atg tat tac tgt gca aga cat agt ggc tac ggt agt age 385 
Asp Thr Ala Met Tyr Tyr Cys Ala Arg His Ser Gly Tyr Gly Ser Ser 
110 115 120 

tac ggg gtt ttg ttt get tac tgg ggc caa ggg act ctg gtc act gtc 433 
Tyr Gly Val Leu Phe Ala Tyr Trp Gly Gin Gly Thr Leu Val Thr Val 
125 130 135 140 

tct gca ggt gga ggc ggt age gat ate cag atg acc cag act aca tec 481 
Ser Ala Gly Gly Gly Gly Ser Asp lie Gin Met Thr Gin Thr Thr Ser 
145 150 155 

tec ctg tct gcc tct ctg gga gac aga gtc acc att agt tgc agg gca 529 
Ser Leu Ser Ala Ser Leu Gly Asp Arg Val Thr He Ser Cys Arg Ala 
160 165 170 

agt cag gac att age aat tat tta aac tgg tat cag cag aaa cca gat 577 
Ser Gin Asp He Ser Asn Tyr Leu Asn Trp Tyr Gin Gin Lys Pro Asp 
175 180 185 

gga act gtt aaa etc ctg ate tac tac aca tea ata tta cac tea gga 625 
Gly Thr Val Lys Leu Leu He Tyr Tyr Thr Ser He Leu His Ser Gly 
190 195 200 
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gtc cca tea aag ttc agt ggc agt ggg tct gga aca gat tat tct etc 673 
Val Pro Ser Lys Phe Ser Gly Ser Gly Ser Gly Thr Asp Tyr Ser Leu 
205 210 215 220 

ace att age aac ctg gag caa gaa gat ttt gee act tac ttt tgc caa 721 
Thr He Ser Asn Leu Glu Gin Glu Asp Phe Ala Thr Tyr Phe Cys Gin 
225 230 235 

cag ggt aat acg ctt ccg tgg acg ttc ggt gga ggc acc aag ctg gaa 769 
Gin Gly Asn Thr Leu Pro Trp Thr Phe Gly Gly Gly Thr Lys Leu Glu 
240 245 250 

ate aaa gac tac aag gat gac gac gat aag tga taa gcggccgcaa t 816 
He Lys Asp Tyr Lys Asp Asp Asp Asp Lys 
255 260 



<210> 5 

<211> 116 

<212> PRT 

<213> Artificial 

<220> 

<223> an artificially synthesized peptide sequence 
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<400> 5 

Gin Val Gin Leu Gin Glu Ser Gly Ala Glu Leu Ser Lys Pro Gly Ala 
15 10 15 

Ser Val Lys Met Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Tyr 
20 25 30 

Trp Leu His Trp He Lys Gin Arg Pro Gly Gin Gly Leu Glu Trp He 
35 40 45 

Gly Tyr He Asn Pro Arg Asn Asp Tyr Thr Glu Tyr Asn Gin Asn Phe 
50 55 60 

Lys Asp Lys Ala Thr Leu Thr Ala Asp Lys Ser Ser Ser Thr Ala Tyr 
65 70 75 80 

Met Gin Leu Ser Ser Leu Thr Ser Glu Asp Ser Ala Val Tyr Tyr Cys 
85 90 95 

Ala Arg Arg Asp He Thr Thr Phe Tyr Trp Gly Gin Gly Thr Thr Leu 
100 105 110 

Thr Val Ser Ser 
115 
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<210> 6 
<211> 348 
<212> DNA 
<213> Artificial 

<220> 

<223> an artificially synthesized DNA sequence 
<220> 

<221> CDS 

<222> (1) . . (348) 

<223> 

<400> 6 

cag gtc cag ctg cag gag tea ggg get gaa ctg tea aaa cct ggg gec 48 

Gin Val Gin Leu Gin Glu Ser Gly Ala Glu Leu Ser Lys Pro Gly Ala 
15 10 15 

tea gtg aag atg tec tgc aag get tct ggc tac acc ttt act age tac 96 
Ser Val Lys Met Ser Cys Lys Ala Ser Gly Tyr Thr Phe Thr Ser Tyr 
20 25 30 

tgg ctg cac tgg ata aaa cag agg cct gga cag ggt ctg gaa tgg att 144 
Trp Leu His Trp He Lys Gin Arg Pro Gly Gin Gly Leu Glu Trp He 
35 40 45 
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gga tac att aat cct agg aat gat tat act gag tac aat cag aac ttc 192 
Gly Tyr He Asn Pro Arg Asn Asp Tyr Thr Glu Tyr Asn Gin Asn Phe 
50 55 60 

aag gac aag gcc aca ttg act gca gac aaa tec tec age aca gee tac 240 
Lys Asp Lys Ala Thr Leu Thr Ala Asp Lys Ser Ser Ser Thr Ala Tyr 
65 70 75 80 

atg caa ctg age age ctg aca tct gag gac tct gca gtc tat tac tgt 288 
Met Gin Leu Ser Ser Leu Thr Ser Glu Asp Ser Ala Val Tyr Tyr Cys 
85 90 95 

gca aga agg gat att act acg ttc tac tgg ggc caa ggc acc act etc 336 
Ala Arg Arg Asp He Thr Thr Phe Tyr Trp Gly Gin Gly Thr Thr Leu 
100 105 110 



aca gtc tec teg 
Thr Val Ser Ser 
115 



348 



<210> 7 

<211> 112 

<212> PRT 

<213> Artificial 
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<220> 

<223> an artificially synthesized peptide sequence 
<400> 7 

Asp He Gin Leu Thr Gin Ser Pro Ser Ser Leu Ala Val Ser Ala Gly 
15 10 15 

Glu Asn Val Thr Met Ser Cys Lys Ser Ser Gin Ser Val Leu Tyr Ser 
20 25 30 

Ala Asn His Lys Asn Tyr Leu Ala Trp Tyr Gin Gin Lys Pro Gly Gin 
35 40 45 

Ser Pro Lys Leu Leu He Tyr Trp Ala Ser Thr Arg Glu Ser Gly Val 
50 55 60 

Pro Asp Arg Phe Thr Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr 
65 70 75 80 

He Ser Arg Val Gin Val Glu Asp Leu Ala He Tyr Tyr Cys His Gin 
85 90 95 



Tyr Leu Ser Ser Trp Thr Phe Gly Gly Gly Thr Lys Leu Glu He Lys 
100 105 110 
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<210> 8 
<211> 336 
<212> DNA 
<213> Artificial 

<220> 

<223> an artificially synthesized DNA sequence 
<220> 

<221> CDS 

<222> (1) . . (336) 

<223> 

<400> 8 

gac att cag ctg acc cag tct cca tea tct ctg get gtg tct gca gga 48 
Asp He Gin Leu Thr Gin Ser Pro Ser Ser Leu Ala Val Ser Ala Gly 
15 10 15 

gaa aac gtc act atg age tgt aag tec agt caa agt gtt tta tac agt 96 
Glu Asn Val Thr Met Ser Cys Lys Ser Ser Gin Ser Val Leu Tyr Ser 
20 25 30 



gca aat cac 
Ala Asn His 
35 



aag aac 
Lys Asn 



tac ttg gec tgg tac cag cag aaa cca ggg cag 
Tyr Leu Ala Trp Tyr Gin Gin Lys Pro Gly Gin 
40 45 



144 



WO 2004/087763 
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tct cct aaa ctg ctg ate tac tgg gca tec act agg gaa tct ggt gtc 192 
Ser Pro Lys Leu Leu He Tyr Trp Ala Ser Thr Arg Glu Ser Gly Val 
50 55 60 

cct gat cgc ttc aca ggc age gga tct ggg aca gat ttt act ctt acc 240 
Pro Asp Arg Phe Thr Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr 
65 70 75 80 

ate age aga gta caa gtt gaa gac ctg gca att tat tat tgt cac caa 288 
He Ser Arg Val Gin Val Glu Asp Leu Ala He Tyr Tyr Cys His Gin 
85 90 95 

tac etc tec teg tgg acg ttc ggt gga ggg acc aag ctg gag ate aaa 336 
Tyr Leu Ser Ser Trp Thr Phe Gly Gly Gly Thr Lys Leu Glu He Lys 
100 105 110 



<210> 9 

<211> 123 

<212> PRT 

<213> Artificial 

<220> 

<223> an artificially synthesized peptide sequence 

<400> 9 
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Glu Val Gin Leu Val Glu Ser Gly Gly Gly Leu Val Lys Pro Gly Gly 
15 10 15 

Ser Leu Lys Leu Ser Cys Ala Ala Ser Gly Phe Ala Phe Ser He Tyr 
20 25 30 

Asp Met Ser Trp Val Arg Gin Thr Pro Glu Lys Arg Leu Glu Trp Val 
35 40 45 

Ala Tyr He Ser Ser Gly Gly Gly Thr Thr Tyr Tyr Pro Asp Thr Val 
50 55 60 

Lys Gly Arg Phe Thr He Ser Arg Asp Asn Ala Lys Asn Thr Leu Tyr 
65 70 75 80 

Leu Gin Met Ser Ser Leu Lys Ser Glu Asp Thr Ala Met Tyr Tyr Cys 
85 90 95 

Ala Arg His Ser Gly Tyr Gly Ser Ser Tyr Gly Val Leu Phe Ala Tyr 
100 105 HO 

Trp Gly Gin Gly Thr Leu Val Thr Val Ser Ala 
115 120 



<210> 10 
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<211> 369 
<212> DNA 
<213> Artificial 

<220> 

<223> an artificially synthesized DNA sequence 
<220> 

<221> CDS 

<222> (1)..(369) 

<223> 

<400> 10 

gaa gtg cag ctg gtg gag tct ggg gga ggc tta gtg aag cct gga ggg 
Glu Val Gin Leu Val Glu Ser Gly Gly Gly Leu Val Lys Pro Gly Gly 
15 10 15 

tec ctg aaa etc tec tgt gca gec tct gga ttc get ttc agt ate tat 
Ser Leu Lys Leu Ser Cys Ala Ala Ser Gly Phe Ala Phe Ser He Tyr 
20 25 30 

gac atg tct tgg gtt cgc cag act ccg gag aag agg ctg gag tgg gtc 
Asp Met Ser Trp Val Arg Gin Thr Pro Glu Lys Arg Leu Glu Trp Val 
35 40 45 



gca tac att agt agt ggt ggt ggt acc acc tac tat cca gac act gtg 



192 



WO 2004/087763 
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Ala Tyr He Ser Ser Gly Gly Gly Thr Thr Tyr Tyr Pro Asp Thr Val 
50 55 60 

aag ggc cga ttc acc ate tec aga gac aat gee aag aac ace ctg tac 240 
Lys Gly Arg Phe Thr He Ser Arg Asp Asn Ala Lys Asn Thr Leu Tyr 
65 70 75 80 

ctg caa atg age agt ctg aag tct gag gac aca gee atg tat tac tgt 288 
Leu Gin Met Ser Ser Leu Lys Ser Glu Asp Thr Ala Met Tyr Tyr Cys 
85 90 95 

gca aga cat agt ggc tac ggt agt age tac ggg gtt ttg ttt get tac 336 
Ala Arg His Ser Gly Tyr Gly Ser Ser Tyr Gly Val Leu Phe Ala Tyr 
100 105 HO 

tgg ggc caa ggg act ctg gtc act gtc tct gca 369 
Trp Gly Gin Gly Thr Leu Val Thr Val Ser Ala 
115 120 



<210> 11 

<211> 107 

<212> PRT 

<213> Artificial 



<220> 



WO 2004/087763 
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<223> an artificially synthesized peptide sequence 
<400> 11 

Asp He Gin Met Thr Gin Thr Thr Ser Ser Leu Ser Ala Ser Leu Gly 
15 10 15 

Asp Arg Val Thr He Ser Cys Arg Ala Ser Gin Asp He Ser Asn Tyr 
20 25 30 

Leu Asn Trp Tyr Gin Gin Lys Pro Asp Gly Thr Val Lys Leu Leu He 
35 40 45 

Tyr Tyr Thr Ser He Leu His Ser Gly Val Pro Ser Lys Phe Ser Gly 
50 55 60 

Ser Gly Ser Gly Thr Asp Tyr Ser Leu Thr He Ser Asn Leu Glu Gin 
65 70 75 80 

Glu Asp Phe Ala Thr Tyr Phe Cys Gin Gin Gly Asn Thr Leu Pro Trp 
85 90 95 

Thr Phe Gly Gly Gly Thr Lys Leu Glu He Lys 
100 105 



<210> 12 
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<211> 321 
<212> DNA 
<213> Artificial 

<220> 

<223> an artificially synthesized DNA sequence 
<220> 

<221> CDS 

<222> (1) . . (321) 

<223> 

<400> 12 

gat ate cag atg acc cag act aca tec tec ctg tct gee tct ctg gga 
Asp He Gin Met Thr Gin Thr Thr Ser Ser Leu Ser Ala Ser Leu Gly 
15 10 15 

gac aga gtc acc att agt tgc agg gca agt cag gac att age aat tat 
Asp Arg Val Thr He Ser Cys Arg Ala Ser Gin Asp He Ser Asn Tyr 
20 25 30 

tta aac tgg tat cag cag aaa cca gat gga act gtt aaa etc ctg ate 
Leu Asn Trp Tyr Gin Gin Lys Pro Asp Gly Thr Val Lys Leu Leu He 
35 40 45 



tac tac aca tea ata tta cac tea gga gtc cca tea aag ttc agt ggc 



192 



WO 2004/087763 PCT/JP2004/004696 

2 4/3 7 

Tyr Tyr Thr Ser He Leu His Ser Gly Val Pro Ser Lys Phe Ser Gly 
50 55 60 

agt ggg tct gga aca gat tat tct etc acc att age aac ctg gag caa 240 
Ser Gly Ser Gly Thr Asp Tyr Ser Leu Thr He Ser Asn Leu Glu Gin 
65 70 75 80 

gaa gat ttt gec act tac ttt tgc caa cag ggt aat acg ctt ccg tgg 288 
Glu Asp Phe Ala Thr Tyr Phe Cys Gin Gin Gly Asn Thr Leu Pro Trp 
85 90 95 

acg ttc ggt gga ggc acc aag ctg gaa ate aaa 321 
Thr Phe Gly Gly Gly Thr Lys Leu Glu He Lys 
100 105 



<210> 13 

<211> 88 

<212> DNA 

<213> Artificial 

<220> 

<223> an artificially synthesized DNA sequence 



<400> 13 

cctgaattcc accatggaaa ggcactggat ctttctcttc ctgttttcag taactgeagg 



WO 2004/087763 
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tgtccactcc caggtccagc tgcaggag 88 

<210> 14 

<211> 90 

<212> DNA 

<213> Artificial 

<220> 

<223> an artificially synthesized DNA sequence 
<400> 14 

gatgtcctgc aaggcttctg gctacacctt tactagctac tggctgcact ggataaaaca 60 
gaggcctgga cagggtctgg aatggattgg 90 

<210> 15 

<211> 87 

<212> DNA 

<213> Artificial 

<220> 

<223> an artificially synthesized DNA sequence 



WO 2004/087763 
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2 6/3 7 

<400> 15 

cttcaaggac aaggccacat tgactgcaga caaatcctcc agcacagcct acatgcaact 60 
gagcagcctg acatctgagg actctgc 87 



<210> 16 

<211> 88 

<212> DNA 

<213> Artificial 

<220> 

<223> an artificially synthesized DNA sequence 
<400> 16 

ggcaccactc tcacagtctc ctcgggtgga ggcggtagcg acattcagct gacccagtct 60 
ccatcatctc tggctgtgtc tgcaggag 88 



<210> 17 

<211> 91 

<212> DNA 

<213> Artificial 



<220> 



WO 2004/087763 
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<223> an artificially synthesized DNA sequence 
<400> 17 

cagtgcaaat cacaagaact acttggcctg gtaccagcag aaaccagggc agtctcctaa 
actgctgatc tactgggcat ccactaggga a 



<210> 18 

<211> 105 

<212> DNA 

<213> Artificial 

<220> 

<223> an artificially synthesized DNA sequence 
<400> 18 

ggcagcggat ctgggacaga ttttactctt accatcagca gagtacaagt tgaagacctg 60 
gcaatttatt attgtcacca atacctctcc tcgtggacgt tcggt 105 



<210> 19 

<211> 91 

<212> DNA 

<213> Artificial 



WO 2004/087763 
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<220> 

<223> an artificially synthesized DNA sequence 
<400> 19 

ggtgtagcca gaagccttgc aggacatctt cactgaggcc ccaggttttg acagttcagc 60 
ccctgactcc tgcagctgga cctgggagtg g 91 

<210> 20 

<211> 96 

<212> DNA 

<213> Artificial 

<220> 

<223> an artificially synthesized DNA sequence 
<400> 20 

tgcagtcaat gtggccttgt ccttgaagtt ctgattgtac tcagtataat cattcctagg 60 
attaatgtat ccaatccatt ccagaccctg tccagg 96 

<210> 21 
<211> 105 



WO 2004/087763 PCT/JP2004/004696 

2 9/3 7 

<212> DNA 

<213> Artificial 

<220> 

<223> an artificially synthesized DNA sequence 
<400> 21 

acccgaggag actgtgagag tggtgccttg gccccagtag aacgtagtaa tatcccttct 60 
tgcacagtaa tagactgcag agtcctcaga tgtcaggctg ctcag 105 

<210> 22 

<211> 102 

<212> DNA 

<213> Artificial 

<220> 

<223> an artificially synthesized DNA sequence 
<400> 22 

ccaggccaag tagttcttgt gatttgcact gtataaaaca ctttgactgg acttacagct 60 
catagtgacg ttttctcctg cagacacagc cagagatgat gg 102 
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<210> 23 
<211> 84 
<212> DNA 
<213> Artificial 

<220> 

<223> an artificially synthesized DNA sequence 
<400> 23 

aagagtaaaa tctgtcccag atccgctgcc tgtgaagcga tcagggacac cagattccct 60 
agtggatgcc cagtagatca gcag 84 

<210> 24 

<211> 93 

<212> DNA 

<213> Artificial 

<220> 

<223> an artificially synthesized DNA sequence 
<400> 24 

attgcggccg cttatcactt atcgtcgtca tccttgtagt ctttgatctc cagcttggtc 60 



cctccaccga acgtccacga ggagaggtat tgg 



93 
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<210> . 25 
<211> 92 
<212> DNA 
<213> Artificial 

<220> 

<223> an artificially synthesized DNA sequence 
<400> 25 

cctgaattcc accatgaact ttgggctcag attgattttc cttgtcctta ctttaaaagg 60 
tgtgaagtgt gaagtgcagc tggtggagtc tg 92 

<210> 26 

<211> 89 

<212> DNA 

<213> Artificial 

<220> 

<223> an artificially synthesized DNA sequence 
<400> 26 

gtgcagcctc tggattcgct ttcagtatct atgacatgtc ttgggttcgc cagactccgg 60 
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agaagaggct ggagtgggtc gcatacatt 89 



<210> 27 

<211> 86 

<212> DNA 

<213> Artificial 

<220> 

<223> an artificially synthesized DNA sequence 
<400> 27 

gggccgattc accatctcca gagacaatgc caagaacacc ctgtacctgc aaatgagcag 60 
tctgaagtct gaggacacag ccatgt 86 



<210> 28 

<211> 98 

<212> DNA 

<213> Artificial 



<220> 

<223> an artificially synthesized DNA sequence 
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<400> 28 



cggggttttg tttgcttact ggggccaagg gactctggtc actgtctctg caggtggagg 



60 



cggtagcgat atccagatga cccagactac atcctccc 



98 



<210> 
<211> 
<212> 
<213> 

<220> 
<223> 

<400> 



29 

114 

DNA 

Artificial 

an artificially synthesized DNA sequence 



ttgcagggca agtcaggaca ttagcaatta tttaaactgg tatcagcaga aaccagatgg 



60 



aactgttaaa ctcctgatct actacacatc aatattacac tcaggagtcc catc 



114 



<210> 30 



<211> 87 



<212> DNA 



<213> Artificial 



<220> 



WO 2004/087763 



PCT/JP2004/004696 



3 4/3 7 

<223> an artificially synthesized DNA sequence 
<400> 30 

ctctcaccat tagcaacctg gagcaagaag attttgccac ttacttttgc caacagggta 60 
atacgcttcc gtggacgttc ggtggag 87 

<210> 31 

<211> 91 

<212> DNA 

<213> Artificial 

<220> 

<223> an artificially synthesized DNA sequence 
<400> 31 

ctgaaagcga atccagaggc tgcacaggag agtttcaggg accctccagg cttcactaag 60 
cctcccccag actccaccag ctgcacttca c 91 

<210> 32 

<211> 91 

<212> DNA 

<213> Artificial 
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<220> 

<223> an artificially synthesized DNA sequence 
<400> 32 

gtctctggag atggtgaatc ggcccttcac agtgtctgga tagtaggtgg taccaccacc 60 
actactaatg tatgcgaccc actccagcct c 91 

<210> 33 

<211> 90 

<212> DNA 

<213> Artificial 

<220> 

<223> an artificially synthesized DNA sequence 
<400> 33 

ggccccagta agcaaacaaa accccgtagc tactaccgta gccactatgt cttgcacagt 60 
aatacatggc tgtgtcctca gacttcagac 90 

<210> 34 
<211> 90 
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<212> DNA 

<213> Artificial 

<220> 

<223> an artificially synthesized DNA sequence 

<400> 34 

taattgctaa tgtcctgact tgccctgcaa ctaatggtga ctctgtctcc cagagaggca 60 
gacagggagg atgtagtctg ggtcatctgg 90 

<210> 35 

<211> 93 

<212> DNA 

<213> Artificial 

<220> 

<223> an artificially synthesized DNA sequence 



<400> 35 



tcttgctcca ggttgctaat ggtgagagaa taatctgttc cagacccact gccactgaac 



60 



tttgatggga ctcctgagtg taatattgat gtg 



93 



WO 2004/087763 



PCT/JP2004/004696 



3 7/3 7 

<210> 36 
<211> 85 
<212> DNA 
<213> Artificial 

<220> 

<223> an artificially synthesized DNA sequence 
<400> 36 

attgcggccg cttatcactt atcgtcgtca tccttgtagt ctttgatttc cagcttggtg 60 



cctccaccga acgtccacgg aagcg 



85 
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With regard to any nucleotide and/or amino acid sequence disclosed in the international application and necessary to the claimed 
invention, the international search was carried out on the basis of: 



a. 



type of material 
OD a sequence listing 
□ table(s) related to the sequence listing 



format of material 
□ in written format 
1 x 1 in computer readable form 



time of filmg/furnishing 
d3 contained in the international application as filed 



QD filed together with the international application in computer readable form 
furnished subsequently to this Authority for the purposes of search 

2. [*} In addition, in the case that more than one version or copy of a sequence listing and/or table relating thereto has been file 

or furnished, the required statements that the information in the subsequent or additional copies is identical to that in the 
application as filed or does not go beyond the application as filed, as appropriate, were furnished. 
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Claims Nos.: 
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3.UJ Claims Nos.: 

because they are dependent claims and are not drafted in accordance with the second and third sentences of Rule 6.4(a). 

Box No. m Observations where unity of invention is lacking (Continuation of item 3 of first sheet) 

This International Searching Authority found multiple inventions in this international application, as follows: 

It is recognized that degraded antibodies recognizing CD22, i.e., the 
matter common to claims 1 to 13 , have been publicly known (see, if 
needed, W098/42378) . Thus, the above common matter cannot be considered 
as a special technical feature. Such being the case, the inventions as 
set forth in claims 1 to 13 cannot be regarded as a group so linked as 
to form a single general inventive concept. 

Thus, the inventions as set forth in claims 1 to 13 are classified into 
the following 4 groups of inventions: (1) a degraded antibody having the 
amino acid sequence represented by SEQ ID NO : 1 , (2) a degraded antibody 
having the amino acid sequence represented by SEQ ID NO: 3, (continued 
to extra sheet) 

As all required additional search fees were timely paid by the applicant, this international search report covers all 
searchable 

claims. 

2. □ As all searchable claims could be searched without effort justifying an additional fee, this Authority did not invite payment of 
any additional fee. 

3. 1 I As only some of the required additional search fees were timely paid by the applicant, this international search report 

covers 

only those claims for which fees were paid, specifically claims Nos.: 



4 * GD No required additional search fees were timely paid by the applicant Consequently, this international search report is 
restricted to the invention first mentioned in the claims; it is covered by claims Nos.: 
The parts relating to SEQ ID NO:l in claims 1 to 13 

Remark on Protest O The additional search fees were accompanied by the applicant's protest 

CD No protest accompanied the payment of additional search fees. 
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(3) a degraded antibody having CDR of SEQ ID NO: 5 and the amino acid 
sequence represented by SEQ ID NO: 7, and (4) a degraded antibody 
having CDR of SEQ ID NO: 9 and the amino acid sequence represented by 
SEQ ID NO: 11 . 
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